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Opening remarks

NOTE: The hard copy you are reading is for archival purposes only, and does not

contain all of the information in the thesis. It has been printed from the hypertext

to meet faculty requirements. Please use the hypertext version.

In 1998, the University of Sydney Academic Board (AB 11.3.98) made provision for

the electronic submission of PhD theses. This thesis is presented in hypertext

format, primarily because of the advantage of being able to include various

resources, such as interactive three dimensional molecular data and multiple colour

images, impossible within traditional media. Other advantages include rapid and

cheap dissemination and the preservation of numerical data in a readily useable

form. Effort has been made to make the work as general and standard for long-term

accessibility as possible. The interface is designed to be simple and self-explanatory.

The thesis is world readable via the web server

http://gabacus.pharmacol.usyd.edu.au/thesis and will be cut onto CD-ROM plus

hard copy of the text for storage by the university. While it is possible to print the

text, the work is intended to be read electronically.

Chapters 2, 3, 6 and 8 have previously been published through electronic

conferences, and also via the print journal J. Molecular Structure (Theochem), or the

electronic Internet Journal of Chemistry. Most of the other material has been

presented through conference posters and talks.

Links to all required software for browsing on various platforms are included in the

software directory to assist archival. The text is presented in Hypertext Markup

Language (.htm) and is designed to be browsed using any standard web browser on

any platform, Netscape 2.x or higher, Internet Explorer 3.x or higher. Images are in

standard formats (.jpg, .gif). Molecules are presented mostly as Cambridge Protein

Data Bank (.pdb) format, some are offered in an alternative X-Mol cartesian co-

ordinates (.xyz) format. In order to view molecular structures, a viewer such as

Rasmol or preferably the browser plugin MDL's Chemscape Chime should be

installed (see the software directory for a copy). In some instances, use has been
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made of the Chime format <embed> tag to call molecular data within the text or

tables.

The search facility included with the thesis is a PERL script which requires that it be

served from an appropriately configured web server; this feature may not operate

from an archival copy on an isolated machine. The MIME types associated with

interactive molecules may also require client and server configuration in order for

them to be recognised by a molecular browser should the thesis be mounted on a

new site, however the numerical data will still remain readable. While these

features of the thesis may become more difficult to access from an archival copy,

they are over and above those available in hard copy.
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